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Down-regulated genes of ESR_MEDIATED_SIGNALING
NCOA1 DDX5 H4C4 PIK3CA SRC H3-3B IGF1R H2BS1 GNG13 H2AC8
HSP90AA1] EP300 GNG5 PDPK1 PRKCZ NRAS AKT1 H2AC7 NCOA3 | CXXC5
HDAC1 MOV10 HRAS BCL2 H2AX MMP9 H2BC6 BTC RUNX1 H2AC6
GNB1_[ZDHHC21]| GNAI3 FKBP4 CALM1 PIK3R2 H2BC4 H3C10 CTSD
PTK2 UHMK1 KAT5 H4C5 JUND | ZDHHC7 CDK9 CCND1 H2BC5
HSP90AB1] AGO3 YY1 AKT2 GNAI2 SHC1 GNB5 H3C4 H4C8
POLR2H | H2AZ1 CARM1 PIK3R3 | MAPK3 H4C14 GNB2 H2BC7 | ZNF217
POLR2L | GNGT1 PRMT1 | POLR2J USF2 EREG NRIP1 MYB CXCL12
POLR2I H3C7 EBAG9 H3C2 H2BC14 H3C6 H2BC10 | H2BC9 H2BC8
CDKN1B | STRN CREBBP | POLR2G | H4C12 PIK3R1 SPHK1 FOXA1 FOS
AXIN1 ELK1 KPNA2 H2AZ2 CAV2 TFF1 GATA3 ESR1 H2AJ
CAV1 TGFA S1PR3 PGR HSPB1 TFF3 GREB1 | H2BC21 AREG
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